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The expression of CDK4 in lung cancer and its significance

LI Bao-lin', ZHONG Jin-qiong’, ZOU Li-jun’, HU Gong-hua’, GAO Yan-fang’
(1. School of Basic Medicine, Gannan Medical University; 2. Department of Laboratory Medicine,, The First Affiliated
Hospital of Gannan Medical University; 3. School of Public Health and Health Managemen, Gannan Medical University,
Ganzhou, Jiangxi 341000)

Abstract: Objective: To study the expression and function of CDK4 gene in lung cancer, and to provide basis for the
treatment and prognosis of lung cancer. Methods: (1) Lung cancer data were obtained from the TCGA database, and R
software was used to statistically analyze the mutation rate of CDK4 gene in lung cancer, and the chi-square test was used
to compare the difference in the mutation rate of CDK4 gene in different pathological types of lung cancer; (2) With paired
T test, the differential expression of CDK4 gene in cancer tissue and adjacent tissue was compared; (3) The CDK4 mRNA
expression level of 293 lung cancer tissue samples was analyzed by single factor log-rank test to analyze CDK4. The
relationship between mRNA and recurrence-free survival time of lung cancer was analyzed, and the COX Regression
model was used to correct TNM staging factors, and then further correlation analysis was performed on patients' age, and

variance analysis was performed on patient gender, T stage, N stage, and M stage. Results: (1) The mutation rate in lung
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squamous cell carcinoma was 0. 001 4; the mutation rate in lung adenocarcinoma was 0. 04; the mutation rate in small
cell lung cancer was zero; the pan-cancer mutation rate was 0. 04; There was a statistically significant difference in CDK4
gene mutation between squamous cell carcinoma and small cell lung cancer (P<<0.01). (2) The results of paired T test
showed that compared with adjacent tissues, CDK4 gene expression was significantly up-regulated in cancer tissues (P<<
0.01). (3) Univariate log-rank survival analysis showed that the relationship between CDK4 gene and prognosis showed
that CDK4 gene was related to the prognosis of lung cancer (P<<0.01). (4) Variance analysis was performed on CDK4
gene and clinical characteristics (TNM stage, gender) , and age correlation analysis was performed. The results showed
that: CDK4 gene was positively correlated with tumor lymph node invasion and tumor size (P<<0.01). Conclusion: The
mutation rate of CDK4 gene in different pathological types of lung cancer is different. CDK4 gene is closely related to the
occurrence and development of lung cancer, and it can beused as a new indicator for judging lymph node metastasis and
prognosis of lung cancer.
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